SEQUENCE LISTING 




<110> TRANSGENE SA et al . 
<120> MUC-1 derived peptides 
<130> D 2195 US 



<170> Patentin Ver. 2.1 



<210> 1 

<211> 1572 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (58) . . (1542) 



<400> 1 

gaattccctg gctgcttgaa tctgttctgc 

atg aca ccg ggc acc cag tct cct 
Met Thr Pro Gly Thr Gin Ser Pro 
1 5 



:ccctcccca cccatttcac caccacc 



etc ttc ctg ctg ctg etc etc aca 
Phe Phe Leu Leu Leu Leu Leu Thr 



gtg ctt aca gtt gtt aca ggt teu 
Val Leu Thr Val Val Thr Gly Set 



ggt cat gea age tct acc cca ggt 
Gly His Ala Ser Ser Thr Pro Gly 



gga gaa aag gag act teg got 
Gly Glu Lys Glu Thr Ser Ala 



fee cag aga agt tea gtg ecc age tet 
^hr Gin Arg Ser Ser Val Pro Ser Ser 



act gag aag aat get gtg agt/ atg acc age age gta etc tec age cac 
Thr Glu Lys Asn Ala Val Serf Met Thr Ser Ser Val Leu Ser Ser His 

60 



age ecc ggt tea ggc tee 
Ser Pro Gly Ser Gly Ser 
65 70 



acc act cag gga cag gat gtc act ctg 
Thr Thr Gin Gly Gin Asp Val Thr Leu 



gee ccg gee aeg gaa cca /get tea ggt tea get gee acc tgg gga cag 
Ala Pro Ala Thr Glu Pro/ Ala Ser Gly Ser Ala Ala Thr Trp Gly Gin 



gat gtc ace teg gtc 
Asp Val Thr Ser Val 
100 



gtc acc agg cca gee ctg ggc tee acc acc 
Val Thr Arg Pro Ala Leu Gly Ser Thr Thr 
105 110 



ccg cca gee cac gat etc acc tea gee ccg gac aac aag cca gee ccg 
Pro Pro Ala His Asp jival Thr Ser Ala Pro Asp Asn Lys Pro Ala Pro 
115 / 120 125 



ggc tee acc gee cca ceg gee cac ggt gtc acc teg gee ccg gac acc 
Gly Ser Thr Ala Pr* Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr 
130 / 135 140 



2 



agg ccg ccc ccg ggc tec acc gcc ccc gcc gcc cac ggt gtc acc teg 
Arg Pro Pro Pro Gly Ser Thr Ala Pro Ala Ala His Gly Val Thr Ser 
145 150 155 16fi 



ecg gae acc agg ccg gcc ccg ggc tec acc gcc ccc ccg gcc 
Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala 
165 170 175 



c.iic 



ggt gtc acc teg gcc ecg gac aac agg ecg gee ttg ggc tec 
Gly Val Thr Ser Ala Pro Asp Asn Arg Pro Ala Leu Gly Ser T^r Ala 
180 185 190 

cct eca gtc cac aat gtc ace teg gee tea ggc tet gea tea/ ggc tea 
Pro Pro Val His Asn Val Thr Ser Ala Ser Gly Ser Ala S^ Gly Ser 
195 200 205 

get tet act ctg gtg cac aac ggc acc tet gcc agg get/ace aca acc 
Ala Ser Thr Leu Val His Asn Gly Thr Ser Ala Arg Al^ Thr Thr Thr 
210 215 220 



cea gcc age aag age act cea ece age att ccc 
Pro Ala Ser Lys Ser Thr Pro Pro Ser He Pro Ser J 
225 230 235 



cac tet gat 
His Ser Asp 
240 



act cct acc ace ett gee age eat age ace aag acti gat gee agt age 
Thr Pro Thr Thr Leu Ala Ser His Ser Thr Lys Tht Asp Ala Ser Ser 
245 250 / 255 



act eac cat age acg gta cet cet etc acc tec tfee aat cac age act 
Thr His His Ser Thr Val Pro Pro Leu Thr Ser >l 
260 265 



■ Asn His Ser Thr 



tet ccc eag ttg tet act ggg gtc tet ttc ttt tte ctg tet ttt eac 

Ser Pro Gin Leu Ser Thr Gly Val Ser Phe Phfe Phe Leu Ser Phe His 

275 280 / 285 

att tea aac etc eag ttt aat tee tet ctg ygaa gat ece age acc gac 

Ser Asn Leu Gin Phe Asn Ser Ser Leu/Glu Asp Pro Ser Thr Asp 

300 

tae caa gag ctg eag aga gae att tdt gaa atg ttt ttg cag att 

Tyr Tyr Gin Glu Leu Gin Arg Asp He Sfer Glu Met Phe Leu Gin He 

305 310 / 315 320 

tat aaa caa ggg ggt ttt ctg gge etc/tec aat att aag tte agg cea 

Tyr Lys Gin Gly Gly Phe Leu Gly LeuT Ser Asn He Lys Phe Arg Pro 

325 / 330 335 

gga tet gtg gtg gta caa ttg act erg gee ttc cga gaa ggt ace ate 

Gly Ser Val Val Val Gin Leu Thr l/eu Ala Phe Arg Glu Gly Thr He 

340 /45 350 

aat gtc cac gac gtg gag aca ca^ ttc aat cag tat aaa acg gaa gea 

Asn Val His Asp Val Glu Thr Gil Phe Asn Gin Tyr Lys Thr Glu Ala 

355 36'0 365 



gee tet cga tat aac ctg aeg 
Ala Ser Arg Tyr Asn Leu Thr 
370 375 / 



tc tea gae gtc age gtg agt eat gtg 
Ser Asp Val Ser Val Ser His Val 
380 



eca ttt ect tte tet gcc eag tet ggg get ggg gtg eca ggc tgg gge 
Pro Phe Pro Phe Ser Ala Gli Ser Gly Ala Gly Val Pro Gly Trp Gly 
385 390 / 395 400 



ate gcg ctg ctg gtg ctg gtc tgt gtt 
He Ala Leu Leu Val Leu Val Cys Val 
405 



ctg gtt gcg ctg gcc 
Leu Val Ala Leu Ala 
410 



att/gtc 1305 
lid Val 



tat etc att gcc ttg get gtc tgt cag 
Tyr Leu He Ala Leu Ala Val Cys Gin 
420 425 



tgc cgc cga aag aac 
Cys Arg Arg Lys Asn 



tac ggg 1353 
'r Gly 



cag ctg gac ate ttt cca gcc egg gat 
Gin Leu Asp He Phe Pro Ala Arg Asp 
435 440 



aec tac cat cct atg 
Thr Tyr His Pro Meyt 
445 



age gag 1401 
Ser Glu 



tac ccc acc tac cac acc cat ggg cgc 
Tyr Pro Thr Tyr His Thr His Gly Arg 
450 455 



tat gtg ccc cct /age 
Tyr Val Pro Pro/ Ser 
460 



agt ace 1449 
Ser Thr 



gat cgt age cce tat gag aag gtt tct 
Asp Arg Ser Pro Tyr Glu Lys Val Ser 
465 470 



gea ggt aat agt ggc 
Ala Gly Asn £ly Gly 
475 



age age 1497 
Ser Ser 



etc tct tac aca aac cca gea gtg gea 
Leu Ser Tyr Thr Asn Pro Ala Val Ala 
485 



gee act tct gcc 
Ala Thr Sfr Ala Asn 
490 



ttg 1542 

Leu 

495 



taggggcacg tcgccctctg agctgagtgg 



<210> 2 
<211> 495 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Thr Pro Gly Thr Gin Ser Pro Phe 
1 5 



Pha Leu Leu Leu Leu 



Leu Thr 
15 



Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly 
20 25 / 30 

Gly Glu Lys Glu Thr Ser Ala Thr Gin krg Ser Ser Val Pro Ser Ser 
35 40 



Thr Glu Lys Asn Ala Val Ser Met Thy 
50 55 



Ser Ser Val Leu Ser Ser His 



Ser Pro Gly Ser Gly Ser Ser Thr Thr Gin Gly Gin Asp Val Thr Leu 
65 70 / 75 80 

Ala Pro Ala Thr Glu Pro Ala Ser /Gly Ser Ala Ala Thr Trp Gly Gin 
85 



Asp Val Thr Ser Val Pro Val Tht Arg 
100 / 105 



Pro Ala Leu Gly Ser Thr Thr 
110 



Pro Pro Ala His Asp Val Thr Sfer Ala 
115 



I Asn Lys 
125 



Pro Ala Pro 



Gly Ser Thr Ala Pro Pro Ala /His Gly ' 
130 135/ 



Ser Ala 
140 



Arg Pro Pro Pro Gly Ser Th^ Ala Pro 
145 150 



Ala Ala : 
155 



Thr Ser 
160 



Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala His 

165 170 175 

Gly Val Thr Ser Ala Pro Asp Asn Arg Pro Ala Leu Gly Ser Thr Ala 

180 185 190 ^ 

Pro Pro Val His Asn Val Thr Ser Ala Ser Gly Ser Ala Ser Sly Ser 

195 200 205 

Ala Ser Thr Leu Val His Asn Gly Thr Ser Ala Arg Ala Th^ Thr Thr 

210 215 220 

Pro Ala Ser Lys Ser Thr Pro Pro Ser He Pro Ser His/His Ser Asp 

225 230 235 / 240 

Thr Pro Thr Thr Leu Ala Ser His Ser Thr Lys Thr Ai^p Ala Ser Ser 

245 250 / 255 

Thr His His Ser Thr Val Pro Pro Leu Thr Ser Ser/Asn His Ser Thr 

260 265 / 270 



Ser Pro Gin Leu Ser Thr Gly Val Ser Phe Phe Phfe Leu Ser Phe His 
275 280 / 285 

He Ser Asn Leu Gin Phe Asn Ser Ser Leu Glu Asp Pro Ser Thr Asp 
290 295 /3OO 

Tyr Tyr Gin Glu Leu Gin Arg Asp He Ser Gl/i Met Phe Leu Gin He 
305 310 3/5 320 

Tyr Lys Gin Gly Gly Phe Leu Gly Leu Ser Asn He Lys Phe Arg Pro 
325 330/ 335 

Gly Ser Val Val Val Gin Leu Thr Leu Al^ Phe Arg Glu Gly Thr He 
340 345 / 350 

Asn Val His Asp Val Glu Thr Gin Phe isn Gin Tyr Lys Thr Glu Ala 
355 360 / 365 

Ala Ser Arg Tyr Asn Leu Thr He Serf Asp Val Ser Val Ser His Val 
370 375 / 380 

Pro Phe Pro Phe Ser Ala Gin Ser Giy Ala Gly Val Pro Gly Trp Gly 
385 390 / 395 400 

He Ala Leu Leu Val Leu Val Cys kal Leu Val Ala Leu Ala He Val 
405 / 410 415 

Tyr Leu He Ala Leu Ala Val Cyf Gin Cys Arg Arg Lys Asn Tyr Gly 
420 / 425 430 

Gin Leu Asp He Phe Pro Ala drg Asp Thr Tyr His Pro Met Ser Glu 
435 ^40 445 

Tyr Pro Thr Tyr His Thr His/ciy Arg Tyr Val Pro Pro Ser Ser Thr 
450 45^ 460 

Asp Arg Ser Pro Tyr Glu Lyfe Val Ser Ala Gly Asn Gly Gly Ser Ser 
465 470 / 475 480 

Leu Ser Tyr Thr Asn Pro AAa Val Ala Ala Thr Ser Ala Asn Leu 
485 / 490 495 



<210> 3 
<211> 9 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (58) . . (1542) 

<400> 3 

Ala Leu Gly Ser Thr Ala Pro Pro Val 
1 5 



<210> 4 
<211> 9 
<212> PRT 

<213> Homo sapiens 



<400> 4 , 
Phe Leu Ser Phe His Lie Ser Asn Leu/ 
1 5 



<210> 5 
<211> 9 
<212> PRT 

<213> Homo sapiens 

<400> 5 , 
Thr Leu Ala Pro Ala Thr Glu/Pro Ala 
1 5 



<210> 6 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Ser Leu Ser Tyr Thr Z^n Pro Ala Val 



<210> 7 
<211> 9 
<212> PRT 
<213> Homo sapiei/ 

<400> 7 

Ser Val Pro Val/ Thr Arg Pro Ala Leu 



<210> 8 



6 



<211> 9 
<212> PRT 

<213> Homo sapiens / 

/ 

<400> 8 

Gly Val Pro Gly Trp Gly He Ala Leu 
1 5 



<210> 9 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Ala Pro Gly Ser Thr Ala Pro Pro Ala 



<210> 10 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Ala Val Ser Met Thr Ser Ser VaJJ 



<210> 11 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Ala Val Ala Ala Thr Ser Ala Asn Leu 



<210> 12 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Arg Pro Gly Ser Val/ Val Val Gin Leu 



<210> 13 
<211> 9 
<212> PRT 

<213> Homo sapifens 
<400> 13 

Val Pro Gly T^ Gly He Ala Leu Leu 



<210> 14 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Ser Ala Ser Gly Ser Ala Ser Thr Leu 
1 5 



<210> 15 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Ser Ala Gly Asn Gly Gly Ser Ser Leu 
1 5 



<210> 16 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Ala Leu Ala Val Cys Gin Cys Arg Arg 
1 5 



<210> 17 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Gly Gin Leu Asp lie Phe Pro . 



<210> 18 
<211> 10 
<212> PRT 

<213> Homo sapiens 

<400> 18 
Thr Leu Val His Asn Gl' 



<210> 19 
<211> 9 
<212> PRT 
<213> Homo sapiens 



<400> 19 



Thr Thr Leu Ala Ser His Ser Thr Lys 
1 5 



<210> 20 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Gly Val Thr Ser Ala Pro Asp Thr Arg 



<210> 21 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Gly Val Thr Ser Ala Pro Asp Asn Arg 



<210> 22 
<211> 10 
<212> PRT 

<213> Homo sapiens 

<400> 22 
lie Tyr Lys Gin Gly Gly Phe : 



<210> 23 

<211> 10 

<212> PRT 

<213> Homo sapiens 



<400> 23 
Phe Phe Leu Ser Phe wL 



lie Ser Asn Leu 



<210> 24 
<211> 10 
<212> PRT 
<213> Homo sapiedfs 

<22G> 
<221> CDS 
<222> (58) . 



<400> 24 

Gly Phe Leu ^ly Leu Ser Asn lie Lys Phe 



9 



<210> 25 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Tyr Tyr Gin Glu Leu Gin Arg . 



<210> 26 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 26 

lie Ser Glu Met Phe Leu Gin lie Tyr 



<210> 27 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Asp Val Glu Thr Gin Phe Asn GIb^ 



<210> 28 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Ser Leu Glu Asp Pro Ser/Thr Asp Tyr Tyr 



<210> 29 
<211> 10 
<212> PRT 
<213> Homo sapiens/ 



<400> 29 
lie Ser Glu Met 



he Leu Gin lie Tyr Lys 



<210> 30 
<211> 9 
<212> PRT 
<213> Homo sapiens 



<400> 30 / 

Asn lie Lys/ Phe Arg Pro Gly Ser Val 



10 



<210> 31 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 31 

Thr Leu Ala Phe Arg Glu Gly Thr He 



<210> 32 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Gin Cys Arg Arg Lys Asn Tyr Gly Gin Leu 



<210> 33 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 33 

Glu Ala Ala Ser Arg Tyr Asn Leu / 



<210> 34 
<211> 27 
<212> DNA 

<213> Homo sapiens 



<400> 34 
gccttgggct ccaccgcccc 



<210> 35 
<211> 27 
<212> DNA 

<213> Homo sapiens 



<400> 35 

ttcctgtctt ttcacayttc aaacctc 



<210> 36 
<211> 27 
<212> DNA 
<213> Homo sapiens 



<400> 36 / 

actctggccc cggccacgga accagct 



27 



11 



<210> 37 

<211> 27 

<212> DNA 

<213> Homo sapiens 



/ 



<400> 37 

agcctctctt acacaaaccc agcagtg 



<210> 38 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 38 

tcggtcccag tcaccaggcc agccctg 



<210> 39 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 39 

ggggtgccag gctggggcat cgcgctg 



<210> 40 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 40 
gccccgggct ccaccgcccc cccggcc j 



<210> 41 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 41 

gctgtgagta tgaccagcag cg^tactc 



<210> 42 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 42 
gcagtggcag ccacttcigc caacttg 

<210> 43 
<211> 27 
<212> DNA 
<213> Homo sapiJ 

<400> 43 
aggccaggat ct^tggtggt acaattg 



12 



<210> 44 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 44 

gtgccaggct ggggcatcgc gctgctg 



<210> 45 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 45 

tctgcatcag gctcagcttc tactctg 



<210> 46 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 46 

tctgcaggta atggtggcag cagcctc 



<210> 47 
<211> 27 
<212> DNA 
<213> Homo sapiens 

<400> 47 
gccttggctg tctgtcagtg ccgccga 



<210> 48 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 48 

gggcagctgg acatctttcc 



<210> 49 
<211> 30 
<212> DNA 
<213> Homo sapiens 

<400> 49 

actctggtgc acaacggcAc ctctgccagg 



<210> 50 
<211> 27 
<212> DNA 
<213> Homo sapled 



<400> 50 / 

accacccttg ccagccatag caccaag 



27 



13 



<210> 51 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 51 

ggtgtcacct cggccccgga caccagg 



<210> 52 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 52 

ggtgtcacct cggccccgga caacagg 



<210> 53 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 53 

atttataaac aagggggttt tctgggcctc 



<210> 54 
<211> 30 
<212> DNA 
<213> Homo sapiens 

<400> 54 

tttttcctgt cttttcacat ttcaaacctc/ 



<210> 55 
<211> 30 
<212> DNA 
<213> Homo sapiens 

<400> 55 

ggttttctgg gcctctccaa tattaAgttc 



<210> 56 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 56 

tactaccaag agctgcagag 



<210> 57 
<211> 27 
<212> DNA 
<213> Homo sapiens 



<400> 57 / 
atttctgaaa tgtttttnca gatttat 



27 



<210> 58 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 58 

atttctgaaa tgtttttgca gatttataaa 



<210> 59 
<211> 30 
<212> DNA 

<213> Homo sapiens 
<400> 59 

tctctggaag atcccagcac cgactactac 



<210> 60 
<211> 27 
<212> DNA 

<213> Homo sapiens 
<400> 60 

gacgtggaga cacagttcaa tcagtat 



<210> 61 
<211> 27 
<212> DNA 

<213> Homo sapiens 

<400> 61 
aatattaagt tcaggccagg atctgtg 



<210> 62 
<211> 27 
<212> DNA 

<213> Homo sapiens 

<400> 62 
actctggcct tccgagaagg ta^catc 



<210> 63 
<211> 30 
<212> DNA 
<213> Homo sapiens 

<400> 63 

cagtgccgcc gaaagaacfca cgggcagctg 



<210> 64 
<211> 27 
<212> DNA 
<213> Homo sapjy 



<400> 64 / 

gaagcagcct ctcgatataa cctgacg 



27 



15 



<210> 65 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 65 

Leu Leu Leu Thr Val Leu Thr Val Val 
1 5 



<210> 66 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Ala Leu Gly Ser Thr Thr Pro Pro Ala 



<210> 67 
<211> 475 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Thr Pro Gly Thr Gin Ser Pro Phe^ Phe Leu Leu Leu Leu Leu Thr 

10 



Val Leu Thr Val Val Thr Gly Ser GAy His Ala Ser Ser Thr Pro Gly 
20 /25 30 

Gly Glu Lys Glu Thr Ser Ala Thr/cin Arg Ser Ser Val Pro Ser Ser 
35 40^ 45 

Thr Glu Lys Asn Ala Val Ser M^t Thr Ser Ser Val Leu Ser Ser His 
50 55 / 60 

Ser Pro Gly Ser Gly Ser Ser/Thr Thr Gin Gly Gin . 
65 70 / 75 

Ala Pro Ala Thr Glu Pro M.a Ser Gly Ser Ala Ala 



85 



90 



Asp Val Thr Leu 
80 

Thr Trp Gly Gin 



95 



Asp Val Thr Ser Val Prc^ Val Thr Arg Pro Ala Leu 
100 / 105 



Gly Ser Thr Thr 
110 



Pro Pro Ala His Asp Val Thr Ser Ala Pro Asp Asn 
115 / 120 



Lys Pro Ala Pro 
125 



Gly Ser Thr Ala Prrf Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr 
130 / 135 140 



Arg Pro Ala Pro aly Ser Thr Ala Pro Pro Ala His 
145 / 150 155 



Gly Val Thr Ser 
160 



Ala Pro Asp Asry Arg Pro Ala Leu Gly Ser Thr Ala 
165 170 



Pro Pro Val His 
175 



Asn Val Thr Sar Ala Ser Gly Ser Ala Ser Gly Ser 
185 



Ala Ser Thr Leu 
190 



Val His Asn fly Thr Ser Ala Arg Ala Thr Thr Thr Pro Ala Ser Lys 



16 



Ser Thr Pro Phe 
210 



Ser He Pro 
215 



200 

Ser His His Ser 



Asp Thr 
220 



Pro Thr Thr 



Leu Ala Ser His 
225 



Thr Lys 
230 



Thr Asp Ala Ser : 
235 



His H^s Ser 
,2 4 0 



Thr Val Pro Pro 



Leu Thr Ser 
245 



Ser Asn His Ser 
250 



Pr/ Gin Leu 
255 



Ser Thr Gly Val 
260 



Ser Phe Phe Phe Leu Ser Phe His He 
265 



er Asn Leu 
270 



Gin Phe Asn Ser 
275 



Leu Gin Arg Asp 
290 



Gly Phe Leu Gly 
305 



Val Gin Leu Thr 



Ser Leu Glu 



He Ser Glu 
295 



Leu Ser Asn 
310 



Leu Ala Phe 
325 



Asp Pro Ser Thr Asp T/r 
280 

Met Phe Leu Gin 11^ Tyr 

/o 

ro Gly 
He Asn 



He Lys Phe Arg/ 
31^ 



Arg Glu Gly Tihr 
330 , 



Tyr Gin Glu 
Lys Gin Gly 



Ser Val Val 
320 



Val His Asp 
335 



Val Glu Thr Gin 
340 



Phe Asn Gin Tyr Lys Th^ Glu Ala Ala 
345 



Ser Arg Tyr 
350 



Asn Leu Thr He . 
355 



Ser Val iSer Asp 
360 



Val Pro 
365 



Phe Pro Phe 



Ser Ala Gin Ser 
370 



Gly Ala Gly Val P^o Gly Trp 
375 



Gly He 
380 



Ala Leu Leu 



Val Leu Val Cys 
385 



Leu Ala Val Cys 



Phe Pro Ala Arg 
420 



His Thr His Gly 
435 



Tyr Glu Lys Val 
450 



Val Leu Val 
390 



Gin Cys Arg 
405 



Asp Thr Tyr 
Arg Tyr V; 



Ala/Leu Ala He 

395 



A^g Lys Asn Tyr 
410 



^His Pro Met Ser 
425 



Pro Pro Ser Ser 
440 



Ser Ala yGly Asn Gly Gly Ser 
455 



Val Tyr 
Gly Gin 
Glu Tyr 



Thr Asp 
445 



Ser Leu 
460 



Leu He Ala 
400 



Leu Asp He 
415 



Pro Thr Tyr 
430 



Arg Ser Pro 
Ser Tyr Thr 



Asn Pro Ala Val 
465 



Ala Alk Thr 
4 70 



Ser Ala Asn Leu 
475 



